Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.046; wR factor = 0.098; data-to-parameter ratio = 9.1.
Related literature
For the biological and pharmacological properties of benzopyrans and their derivatives, see Brooks (1998); Hatakeyama et al. (1988) ; Hyana & Saimoto (1987) ; Tang et al. (2007) . For a detailed account of the importance of 4H-chromenes, see Liu et al. (2007) ; Wang, Fang et al. (2003) ; Wang, Zhang et al. (2003) . For hydrogen-bonding interactions and motifs, see: Bernstein et al. (1995) ; Desiraju (1989) ; Desiraju & Steiner (1999) ; Etter (1990) .
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.098 S = 1.01 2055 reflections 226 parameters H-atom parameters constrained Á max = 0.10 e Å À3 Á min = À0.10 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1 2 ; Ày þ 2; z þ 1 2 .
Data collection: SMART (Bruker, 2007); cell refinement: SMART; data reduction: SAINT (Bruker, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97.
The chromene ring is almost planar: The puckering amplitude of the chromene ring is 0.097 (3) Å. In the related chromene derivatives (Wang, Zhang et al., 2003; Wang, Fang et al., 2003) , the chromene ring is also planar. In the title structure, the interplanar angle between the chromene ring and the 2-phenyl ring is 6.1 (1)° thereby indicating their almost coplanar arrangement (Fig. 1 ). The propenyloxy substituents at both C5 and C7 are coplanar with the chromene ring with the respective interplanar angles 1.7 (2)° and 8.8 (2)°.
The crystal structure is stabilized by the interplay of C-H···O and C-H···π interactions (Fig. 2 , Table 1 ; Desiraju & Steiner, 1999; Desiraju, 1989) . Each of C15-H15A···O12, C19-H19A···O16 and C25-H25···O1 interactions are involved in the S(5) motifs (Bernstein et al., 1995; Etter, 1990) .
A suspension of chrysin (3.93 mmol, 1.00 g) and potassium carbonate (11.81 mmol, 1.64 g) in dimethyl formamide (10 ml)
were added into a round bottom flask. The reaction mixture was heated to 383 K for 2-3 h. The reaction mixture was then cooled to 333 K and allyl bromide (15.74 mmol, 1.90 g) was slowly added to the reaction mixture with the help of a dropping funnel. The reaction mixture was maintained for 8-9 h at 333 K and monitored by high pressure liquid chromatography (HPLC). After completion of the reaction, the content was quenched with water and stirred for 30-45 min at 303 K. T he obtained crude solid was filtered and washed with plenty of water followed by methanol and dried under vacuum at 343 K. The compound was purified by column chromatography using ethyl acetate/n-hexane (1:1) as eluent. All highly pure column fractions were concentrated in a rota evaporator. The dried compound was dissolved in dichloromethane/hexane (1:1) mixture (10 ml). The clear solution was kept for a week and the resulting needle shaped crystals of average size 0.3 mm were washed with n-hexane. The crystals were dried over high vacuum at 343-348 K. Yield: 90%
Refinement
In the absence of significant anomalous scattering effects, 1488 Friedel pairs have been merged. All the H-atoms were observed in the difference electron density map. However, they were situated into idealized positions with C-H = 0.93 and 0.97 Å for aryl and methylene H, respectively, and constrained to ride on their parent atoms with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.4396 (4) 1.06971 (12) 0.13245 (11) 0.0650 (6) 
